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Prof. Wang Jian is the director of BGI. After graduation he conducted postdoctoral researches in USA from
1988 to 1990 and worked as senior research fellow at University of Washington during 1990-1994. He acted as
one of the main team leaders of management and decision-making for the genomic sequencing projects, leading
the team to establish large-scale, high-throughput, and low-cost technique platforms. His current research
interest includes applications of genomics and bioinformatics in various fields.
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